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l ABSTRACT

Gene modification in somatic cells using genome-editing technology
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In recent years, genome-editing technology has made it possible to modify the target genome sequences of a wide
variety of cells and organisms. However, the conventional homology-directed repair-mediated editing method can only be
applied to rapidly dividing cells because it uses a cell cycle-dependent DNA repair mechanism. Therefore, it has been
difficult to modify the target genes in somatic cells that are in a non-dividing state. To overcome this limitation, we have
developed robust strategies, Homology-Independent Targeted Integration (HITI) and intercellular linearized Single
homology Arm donor-mediated intron-Targeting Integration (SATI), which enable efficient targeted gene knock-in in
non-dividing cells, both i vitro and in vivo. Here, I will introduce the technologies of somatic gene manipulation using
HITI and SATL

(Japanese Journal of Biological Psychiatry 34 (4) : 165-170, 2023)




